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1. N-myristoylation of the target protein cleaved by TEV protease
1-1. N-myristoylation of the target proteins cleaved by TEV protease
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1-2. Membrane localization of N-myristoylated proteins after cleavage by TEV protease
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2. Displaying N-acylated proteins on the surface of liposomes 3. Targeting of liposomes displaying membrane-anchored VHH
antibodies to cell surface antigens
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