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Improved Original

Proteins
Tag None His-tag
Number of column 3 1
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tRNA
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(Original; Shimizu et al. (2005) Methods, vol.36, p.299)
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GFP : Green fluorescent protein
DHFR : Dihydrofolate reductase
GST : Glutathione S-transferase
(-Gal : p-Galactosidase

bR : Bacteriorhodopsin

Luc : Luciferase

CS: Citrate synthase

MDH : Malate dehydrogenase
Her2d1 : Domain1 of Her2
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