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PUREfrex“1.0 « PUREfrex"2.0 2. Performance of PUREfrex 2.0

a regular kit for the synthesis of proteins without disulfide bonds

DS supplement

a supplement for the synthesis of proteins containing disulfide bonds

DnaK Mix ¢ GroE Mix

a supplement for the synthesis of aggregate-prone proteins

PUREfrex 2.0 has 2-10 times higher
productivity than PUREfrex 1.0.

Aggregate-prone proteins can be
synthesized maintaining their activity.
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3. Application of PUREfrex 2.0; can be applicable for synthesis/screening for Fab and scFv.
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form from separate template DNA. \/

The nucleotide sequence at 5’ region Active scFv can be easily synthesized.
of HC (Heavy Chain) DNA effect on

the amount of product.

PUREfrex°2.0 + DS supplement
4 + HC DNA (PCR product) from Herceptin
4 incubation at 37°C for 4 h
4 SDS-PAGE (0.5 uL of reaction/lane)

and Oriole staining b), d) ELISA . yield = 0.5 mg/mL b) ELISA
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PUREfrex°2.0 +/- DS supplement / DnaK Mix
} + HC and LC (Light Chain) DNA (PCR product)
from Herceptin with each ratio
¥ incubation at 37°C or 30°C for 4 h
‘ a), ¢) SDS-PAGE (0.5 uL of reaction/lane)
and Oriole staining

HC (Heavy chain)
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Active Fab protein
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Optimized H/L DNA ratio
=== High yield of active Fab

PURE frex2.0 +/- DS supplement / DnaK Mix

3 + scFv DNA (PCR product) from Herceptin
¥ incubation at 37°C for 4 h
4 @) ¥ spin at 20,000xg for 30 min)
4 SDS-PAGE (0.25 yL of reaction/lane)
and Oriole staining
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