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Effect of 5UTR of template DNA on the protein synthesis
using the reconstituted cell-free protein synthesis system (PUREfrex®)
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Abstract
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1. PUREfrex®; based on the PURE system technology

PUREfrex® is based on the PURE system.
The PURE system is a reconstituted cell-free protein synthesis system, which consists of

and energy

* Low level of contamination

* Easy adjustment of the reagent composition

« PCR product usable as a temlIplate DNA

Ref; Shimizu Y. et al. (2001) Nat. Biotechnol., vol. 19, p. 751.

PUREfrex ver.

Example of Protein Synthesis

DHFR: Dihydrofolate reductase a:Syn: aSynuclein

2. Sequence of 5’-UTR of the template DNA
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GAAATTAATACGACTCACTATAGGGAGACCACAACGGTTTCCCTCTAGAAATAATTTTGTITTAACTTTAAG ATATACCA Currently used sequence

Epsilon; 30S 712y k@ S1 § VNS BIKAL. BRRGERES ¢ 58 AAAAR (n5)  |AAGGAG (Mec)  ATATACCA (&) Tested sequence
(Ref) O’Connor M. et al. (2001) Nucleic Acids Res., vol. 29, p. 1420., Takahashi S. et af. (2013) J. Am. Chem. Soc., vol. 135, p. 13096. @ (Short) (5)
SD (URY —LAHES); 16 RNA @ 3 KEICHMIIT. mRNA % BIAHIEICEES 385 19 g ®)
v
3. Effect of Stemloop, Epsilon, Spacer-2 and SD sequence
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4. Effect of SD and Spacer-3 sequence
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5. Protein synthesis from mRNA
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Conclusion
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Future Plan
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